New automated systems for size-selection in NGS library construction
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sample, and the instrument will process two cassettes per run. The instrument can operate
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Sage is also working on a high-throughput version of the Pippin Prep/BluePippin size
selection system. The system will feature SBS compliant, 12 channel cassettes. Each
channel will accommodate up to 1.5 micrograms of genomic DNA. The instrument will have
a similar form factor to the ELF instrument, and will run 2 cassettes, for a total throughput
of 24 samples per run. Cassette offerings and size ranges will be similar to the current
BluePippin system. : RS
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The ELF instrument will run 2 cassettes (1 sample/cassette). The electrodes are Technical questions: chris.boles@sagescience.com, info@sagescience.com

contained in the instrument lid, and are exposed when the lid is closed. The
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instrument has an on-board computer, and is supplied with a monitor and keyboard. >ales questions o sales@sag.esc SLeC0 .
Dimensions: 9.9”(high), 13.3”(wide), 11.5”(deep). Visit our website at www.sagescience.com
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