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Detailed Clontech Workflow for Conversion of cDNA into SMRTbell™ Libraries Size Fractionation with SageELF ™ System
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Issues with Size Selection
 Without Size Selection

— Decreased sample prep time and effort

Amplified cDNA | Amplified cDNA After Size Fractionation on SageELF System Amplified cDNA After Size Fractionation on SageELF System

— Full-length sequences will be :
predominately from smaller transcripts |

0.8-2kb 2-3kb 3-5kb >5kb

= ———.

« With Size Selection g E
— Increased number of full-length mRNA e e
sequences from all size classes, especially
longer ones. =)
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For more info, see http://www.pacificbiosciences.com/applications/isoseq/]
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